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Introduction _
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production capacity.
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Target #2: Active zymogen of microbial transglutaminase (EzMTG)
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identify mutation sites. *2: K. Moriyama, N. Kamiya et al., Chem. Commun., 50, 5895-5898 (2014).

Strategy & Experimental Results

B Antibody-secreting cell selection system using hydrogel beads (HBs) : B Proof of concept using purified IgG
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B Construction of an enzyme selection system using hydrogel beads (HBs) : m Staining of HBs according to MTG activity
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based on enzyme activity
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FL4 (enzyme activity) FL4 (enzyme activity) ' Amino acid sequences of pro-peptides (Pro)

Confirmed enrichment of HB population including highly Construction of MTG mutants with mutations in (D) through (®
active mutants. ’

Identified sequences (N25, N27) that contribute to
MTG activation.

Redox-responsive HBs: Function as a site for selecting target ——) The establishment of foundational technology for the
cells and enzymes FADS-based selection system will be our next goal.
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